Supplementary methods

Sensitivity analysis
The interaction between gas cooking and GSTM1 null genotype on BR was estimated for the 'random' and 'enriched' samples separately. Assuming that the association between gas cooking and BR may be dependent on the type of cooking appliance, type of gas, frequency of use, and kitchen ventilation while cooking, a set of analyses were carried out to exclude any potential influence by these variables. Ever smokers were excluded to minimize the potential effect of residual confounding by smoking. Because it has been suggested that GSTM1 in combination with NQO1-rs1800566 may interact with air pollutants,[1] the analysis was repeated adjusting for a variable that pooled the GSTM1 null genotype with the NQO1-rs1800566 [CC] . An extra analysis was performed using PD20 as the outcome in a logistic regression model, adjusted for the same potential confounders as in the linear regression models, to examine the interaction of gas cooking with GSTM1 on BR.
Post hoc analysis
To check for consistency between the baseline (1992-1994, ECRHS I) and follow-up (2000-2002 , ECRHS II, when samples for genotyping were collected) of ECRHS, the interaction between gas cooking and each of the three genes was assessed using data collected at the baseline survey (ECRHS I). In a longitudinal analysis to examine change in BR over time, a
linear generalized estimating equations model, with exchangeable correlations, was built with data from both surveys. Note: After exclusion of subjects with missing data on cooking fuel or not using gas or Norway and Sweden were excluded from the analysis for exclusive cooking with electricity, and seventy one non-included subjects have missing data on cooking fuel.
c Five hundred and ninety seven non-included subjects have missing data on GSTM1
genotype.
